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Alexander E. Pozhitkov, Dr. rer nat. (Ph.D) 
US Permanent resident 
Address: 5223 22nd Ave NE, Apt A, Seattle, WA 98105, Phone 206-303-0614. 

Professional history 
Jun 2011 - 
present 

Dept. of Periodontology, University of Washington, Seattle 
Research Scientist 
Quantitative and qualitative research on human oral microbiota; 
experimental and bioinformatic approaches; microarrays; next generation 
sequencing (454). 

2009 – Jun 
2011 

Max-Planck Institute for Evolutionary Biology, Germany 
Research Scientist 
physical chemistry of hybridization on the microarray surface; 
new methodology for CNV analysis, inspired by physics; 
DNA melting experiments and analysis; 
analysis of zebrafish postmortem gene expression; 
development of bioinformatic tools (programming C++); 
electronic engineering of a mice activity monitor; 
experiments with the 454 technology; 
organized an international workshop on physical chemistry of DNA surface 
hybridization. 
 

2006 – 2009 Gulf Coast Research Laboratory, Mississippi, USA 
Research Scientist 
microarray-based toxicogenomics; 
quantification of nucleic acid targets using microarrays; 
analysis of hybridization isotherms on various microarray platforms; 
mathematical modeling of nonequilibrium DNA thermal dissociation.  

2004 – 2006 
 

Civil and Environmental Engineering, University of Washington, 
Seattle 
Postdoctoral fellow 
microarray technology – physical chemistry of DNA duplex dissociation; 
engineering of a flow-through hybridization chamber; 
Windows programming: development of microarray image analysis 
software. 
 

1998 –2000 College of Chemistry, Moscow State University, Russia  
Research scientist 
study of an effect of fluorophenylalanine on baker’s yeast;   
isolation of total yeast protein; NMR detection of fluorine; 
HPLC quantification of amino acids; mathematical modeling of yeast 
growth kinetics. 

Teaching 
Kyle Bailey, master’s degree student (ref 14). 
Shuzhao Li, PhD student (refs, 3, 5, 12). 
Rebecca Rule, master’s degree student, co-supervisor (refs 10, 11, 17). 



Education 
2000 – 2004 
 

Institute for Genetics, University of Cologne, Germany 
Dr. rer nat. (Ph.D) in Genetics 
Dissertation: “Molecular Taxonomy: Bioinformatics and Practical 
Evaluation”.  Supervisor: Prof. Tautz, currently director of Max Plank 
institute for Evolutionary biology 

1993 –1998 College of Chemistry, Moscow State University, Russia  
MSc (honors) in Chemistry 
MSc thesis: “Identification of microorganisms using oligonucleotide 
microchips”. 
Courses on inorganic, organic, analytical, physical and polymer chemistries; 
mechanics, electricity / magnetism, crystallography, quantum mechanics, 
molecular biology and chemical enzymology. 

Awards 
2007 Noetic Technologies Inc, USA 

Young investigator award 
2003 “Innovation Cologne”, Germany 

Co-author of a motion sensor for observing experimental animals 
1997 G. Soros foundation, Russia/USA 

Stipend 
1996 G. Soros foundation, Russia/USA 

Stipend 

Inventions 
2003 Gottstein, C., Pfizer, G., Statsewski, J., Stassen, F and Pozhitkov, A.  Motion 
sensor for observing experimental animals.  Patent granted in Germany. 

Skills 
Chemistry/molecular biology 
Methods of molecular biology, experimental procedures of organic, inorganic and 
analytical chemistries. 
Programming 
C++, Visual Basic, Assembly language (Intel CPU, real/protected mode), Python, 3D 
graphics, Windows and UNIX APIs, parallel algorithms, SQL 92. 
Software 
Mathcad, Matlab, MS Access, MS SQL Server, CAD software (Eagle). 
Microbiology 
growing strict anaerobes, working with bioreactors. 
Electrical engineering  
design and assembly of electronic circuits, microcontroller programming,. 

Languages 
Russian – native language.  
English – fluent. 
German – speak, read, and write with basic competence. 
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